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5 <110> APPLICANT: Soren Weis DAHL et al . 

7 <120> TITLE OF INVENTION: TRANSLOCATION DEPENDENT COMPLEMENTATION FOR DRUG SCREENING 
9 <130> FILE REFERENCE: 4614 - 0159PUS1 

11 <140> CURRENT APPLICATION NUMBER: US 10/511,468 

12 <141> CURRENT FILING DATE: 2004-10-18 
14 <160> NUMBER OF SEQ ID NOS : 99 

16 <170> SOFTWARE: Patent In version 3.1 

18 <210> SEQ ID NO: 1 

19 <211> LENGTH: 238 

20 <212> TYPE: PRT 

21 <213> ORGANISM: Aequorea victoria 

23 <400> SEQUENCE: 1 

24 Met Ser Lys Gly Glu Glu Leu Phe. Thr Gly Val Val Pro lie Leu Val 

25 1 5 10 15 

2 7 Glu Leu Asp Gly Asp Val Asn Gly His Lys Phe Ser Val Ser Gly Glu 
28 20 25 30 

30 Gly Glu Gly Asp Ala Thr Tyr Gly Lys Leu Thr Leu Lys Phe lie Cys 

31 35 40 45 

33 Thr Thr Gly Lys Leu Pro Val Pro Trp Pro Thr Leu Val Thr Thr Phe 

34 50 55 60 

36 Ser Tyr Gly Val Gin Cys Phe Ser Arg Tyr Pro Asp His Met Lys Gin 

37 65 70 75 80 

3 9 His Asp Phe Phe Lys Ser Ala Met Pro Glu Gly Tyr Val Gin Glu Arg 
40 85 90 95 

42 Thr lie Phe Phe Lys Asp Asp Gly Asn Tyr Lys Thr Arg Ala Glu Val 

43 100 105 110 

45 Lys Phe Glu Gly Asp Thr Leu Val Asn Arg lie Glu Leu Lys Gly lie 

46 115 120 125 

48 Asp Phe Lys Glu Asp Gly Asn lie Leu Gly His Lys Leu Glu Tyr Asn 

49 130 135 140 

51 Tyr Asn Ser His Asn Val Tyr lie Met Ala Asp Lys Gin Lys Asn Gly 

52 145 150 155 160 

54 lie Lys Val Asn Phe Lys lie Arg His Asn lie Glu Asp Gly Ser Val 

55 165 170 175 

57 Gin Leu Ala Asp His Tyr Gin Gin Asn Thr Pro lie Gly Asp Gly Pro 

58 180 185 190 

60 Val Leu Leu Pro Asp Asn His Tyr Leu Ser Thr Gin Ser Ala Leu Ser 

61 195 200 205 

63 Lys Asp Pro Asn Glu Lys Arg Asp His Met Val Leu Leu Glu Phe Val 

64 210 215 220 

66 Thr Ala Ala Gly He Thr His Gly Met Asp Glu Leu Tyr Lys 

67 225 230 235 
69 <210> SEQ ID NO: 2 
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70 <211> LENGTH: 238 

71 <212> TYPE: PRT 

72 <213> ORGANISM: Aequorea victoria 
74 <400> SEQUENCE: 2 
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120 <210> SEQ ID NO: 3 

121 <211> LENGTH: 238 

122 <212> TYPE: PRT 

123 <213> ORGANISM: Aequorea victoria 

125 <400> SEQUENCE: 3 

126 Met Ser Lys Gly Glu Glu Leu Phe Thr Gly Val Val Pro He Leu Val 

127 15 10 15 

12 9 Glu Leu Asp Gly Asp Val Asn Gly His Lys Phe Ser Val Ser Gly Glu 
130 20 25 30 

132 Gly Glu Gly Asp Ala Thr Tyr Gly Lys Leu Thr Leu Lys Phe He Cys 

133 35 40 45 

135 Thr Thr Gly Lys Leu Pro Val Pro Trp Pro Thr Leu Val Thr Thr Phe 

136 50 55 60 

138 Ser His Gly Val Gin Cys Phe Ser Arg Tyr Pro Asp His Met Lys Gin 

139 65 70 75 80 
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